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1l MAHVRGLOLPGCLALARLCSLVHSQHVFLAFQ OARSLLO——-RVRRAN- - -TFLEEVRFGNLERECVEET CSYEEAFEALES STATDVEWAEYT
X MORVNMIMAESPGLITICLLGYLLSAECTVFLDHENANEILN---RPERYN-- SCELEEFVOGNLERECMEEE CSFEEAREV FEN TER TTE FWROYV
FAT7 MVSQALRLLCLLLGLYGCLARGEVARAS GGE TRDMEW KRPGPHRVEV TOE ERHGVLH——-RRRRAN-——--AFLEELR FGS LERECFEEQCSFEEAREI FEDAERTRLEWISYS
X MERPLHLVLLSASLACGLLLLGESLFIRRE OANNILA-—-RVTRAN---SFLEEME EGHLERECMEET CSYEEAREV FED SDE TNE FWNEYE
TMG 1 MGRVFLIGEFANSILE-—-RY FRAN---GFFEEIR OGN IERECFEEF CTFEEAREL FENNEKTREFWSTYT
TMG 2 MRGHPSLLLLYMALTTCLDT SPSEETDOEVFLGEPEAQSFLSSHTRI FRAN-- HWDLELLTEGNLERECLEER CSWEEAREY FEDNTLTERFWESYI
TMG3 MEVFLEARDAHSVLE-——-RFFRAN---EFLEELROGT IERECMEEI CSYEEV FEV FEN EEKTME FWEGYFE
TMG4 MFTLLVLLSQLPTVILGFPHCARGE FASFHAGEEVET SEEEANFFIH---R--RLLYNRFDLELFTEGNLERECHNEELCNY EEARET FVDEDETIAFWOEYS
PRGP1 MGRVFLTGEFRNSILE——-RY FRANG- - FFEEIR OGN IERECFEEF CTFEEAREL FENNEETFEFWSTYT
PRGP 2 MRGHPSLLLLYMALTTCLDT SPSEETDOEVFLGFPEAQSFLSSHTRI FRAN-- HWDLELLT FGNLERECLEER CSWEEAREY FEDNTLTERFWESYI
GAS6 MAPSLSPGPAALRRAPOLLLLLLAARCALAALLFARFAT QFLRF--RORRA-—- FOVFEEAK OGH LERECVEELCSREEAREV FENDFE TDYFYPRYL
PROS MSEQQ-——ASCVLVRE-R--RAN-- -SLLEETEOGNLERECT EELCNEEEAREVFENDFETDYEYPEYL
PROZ MREGCVPLLOGLVLV LALHRVEPSVFLPAS FBAN DVLV-—-RHKRA-—GSY LLEELFEGNLERECYEET CVY EEAREV FENEVV TDE FWRRYE
PROC MWQLTSLLLEVATWGI SGTEAFLDSVES SSERRHOVLR——IR- FRAN---SFLEELRHSSLERECIEEI CDFEEAFEI FONVDDTLAFWSEHV
FROCH RN TYNEXR
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Jafar Vatandoost, . . . .
Sabzevar, Faculty of Science, Background and purpose : This study was aimed at detecting

Hakim Sabzevari University candidate protein (s) as a substrate for the drosophila gamma-
Sabzevar, Iran carboxylase enzyme. Pro-peptide form of the candidates can be
Email: j.vatan@hsu.ac.ir used for better gama carboxylation of proteins such as human

FIX, that require gamma carboxylation for their activity .

Material and Methods: In this study nucleotide sequences of all
proteins containing Gla region in human, drosophila and cone
shail in the gene bank (NCBI) were used. Genomes screening
was performed using the Blastn and Blastp programs. Pro-
peptide and Gla region positions of all these proteins were
determined using the BLAST program. In addition, other
programs such as tblastn program (for predicting the presence of
the same proteins), ProDom software (for finding candidate
proteins containing Gla domain), PROSITE software (for
detecting Drosophila proteins with similar pattern), Pfam and
SMART programs (to assess the possible Gla region situation in
the candidate proteins), were used.

Results: Screening of Drosophila genome data-base was not
able to identify any Gla protein in Drosophila in any of fallowing
consensus sequences : mammalian Gla domain, mammalian
propeptide consensus sequence, mammalian propeptide pattern
sequence and cone snail propeptide consensus sequence.
However, screening of Drosophila database, using the propeptide
sequences of individual Gla proteins in cone snail, has resulted
the detection of at least 9 Gla proteins.

Conclusion: The Number and positions of carboxylation in these
candidate proteins are similar to vertebrate Gla proteins. These
results provide primary data toward selection of appropriate
substrate from Drosophila Gamma—carboxylase.
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